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Lineages and Trichothecene Mycotoxin Types of Fusarium Head Blight Pathogens
of Wheat and Barley in Tokai District

UEDA Akihisa, NISHIMOTO Hiroyuki, KATO Nobuhisa, HIRANO Tetuji
and FUKAY A Masahiro

Abstract: We investigated lineage and trichothecene mycotoxin type of 134 isolates from
wheat and barley in Aichi prefecture and its surrounding areas in Tokai District. As a result,
all the isolates were identified as the Fusarium graminearum species complex(Fg
complex), of which 133 isolates (99%) were members of Fusarium asiaticurm O'Donnell et
al.(previous lineage 6 of Fg complex). The trichothecene mycotoxin typing revealed that
96 isolates (72%) and the remaining 38 isolates (28%) were of the nivalenol(NIV) and of
the deoxynivalenol(DON) type respectively. This indicates that NIV type was
predominant in this area. In addition, results of the mycotoxin typing were confirmed by
trichothecens produced in the rice grains medium by using arbitrarily-selected 11

isolates from Aichi. Their zearalenone productivity was also confirmed.

Key words: Wheat, Barley, Fusarium head blight, Fusarium asiaticum, Nivalenol type
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