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Determination of Feathering in Nagoya Breed Using PCR
for Screening an Endogenous Virus-21

NAKAMURA Akihiro, NODA Kenji, MIYAKAWA Hiromitsu,
MIZUNO Keiichiro and UMEZAWA Yoshitaka

Abstract The present study was attempted to estimate the determination of feathering
in Nagoya breed using a polymerase chain reaction (PCR) for screening an avian
endogenous virus-21 (ev-21) that is closely associated with the dominant sex-linked
late-feathering gene (K). DNA samples for the PCR assay were obtained from Nagoya
breed separated based on the length of wing feathers at hatch, and from
early-feathering (EF) and late-feathering (LF) White Leghorns as control. The PCR was
performed using primers for detection of 3' long terminal repeat (LTR) of ev-21. The
PCR products were analyzed by 2% agarose gel electrophoresis to ascertain
amplification of target sequences. Of both Nagoya breed and White Leghorn, EF
chickens produced a single amplified band at 396bp, and LF chickens showed two bands
at 341bp and 396bp. Consequently, it is possible to distinguish early-feathering from
late-feathering in Nagoya breed using this PCR assay for ev-21. These results suggest
that the PCR analysis could be useful to make EF and LF lines in Nagoya breed.

Key Words Nagoya breed, Endogenous virus-21 (ev-21), PCR, Early-feathering,
Late-feathering
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s-acetate mmol EDTA pH8.5
100 60
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